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A New Evaluation System for Complementary and Alternative Medicine :
Intestinal Bacteria Flora and Its Genomics Studies
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The intestinal microflora play important roles not only in host bio-systems including intestinal function, but
also in the metabolism of functional foods and drugs. Recently, real time PCR methods using specific primers
for certain bacterial species/groups was developed, and this genomic method had advantage to monitor the
microflora in time, quantitation and reliability to those of classical bacteriologic method.

In current study we examined the genomic microflora analysis to evaluate action and/or safety of functional
foods and drugs, inulin containing material (Kikuimo powder) and traditional Kanpo (Tokishakuyakusan), in
macaque monkeys.

Eleven bacterial species/groups with benefitial, opportunistic, and harmful bacteria were analyzed by real
time PCR method using Takara SYBR Premix with ABI7700. This study gave a useful results to evaluate
functional food and/or traditional medicine for alternative and complemental medicine
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