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Cordyceps has been known as a medicine in China for over 300 years. Currently its mycelium culture
product is available and used as an alternative product of natural Cordyceps. Little information about molecular
mechanism of effect/action of its culture product is accumulated. In this study we revealed previously unknown
molecular mechanism on the effect/action of Cordyceps mycelium culture extract (Paecilomyces hepiali,
CBG-CS-2) in mouse, using DNA microarray and genomics.
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